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*  GWAS (Genome Wide Association
Studies)

*  GENOME is an organism's complete set
of DNA.

* https://www.nature.com/articles/s41598-
020-65317-1 (Type genetic risk score
is discriminative of diabetes in non-
Europeans: evidence from a study in
India)

*  https://care.diabetesjournals.org/
content/39/3/337 (Type 1 Diabetes
Genetic Risk Score Can id Discrimination
Between Typel nd Type 2 Diabetes in
Young dults)
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